Supplementary methods

DNA isolation and Library preparation
3 FFPE tissue cores were cut vertically into several smaller fragments to increase surface 4 exposure, followed by DNA extraction with a QIAamp DNA FFPE Tissue Kit (Qiagen, 5
Hilden, Germany) as previously described. 1 Double-stranded genomic DNA was 6 quantified using a Qubit 2.0 Fluorometer (Thermo Fisher Scientific, Carlsbad CA, USA) 7 and 250 ng was fragmented by ultrasonification with a Covaris S2 (Covaris Inc, Woburn 8 MA, USA), with optimized settings for DNA isolated from FFPE tissue. 2 Library 9 preparation of the fragmented DNA was performed with a KAPA Library Preparation kits 10 (KAPA Biosystems, Wilmington MA, USA). Uniquely 8-bp indexed adapters (Roche 11
Nimblegen, Madison WI, USA.) were ligated to the FFPE-extracted DNA followed by 12 purification using AMPure XP beads (Beckman Coulter, Brea CA, USA), which resulted 13 in a fragment size between 150 and 400 basepairs. Subsequently, a PCR amplification 14 was performed with 7 cycles and library yield was assessed by measuring the DNA 15 concentration using an Agilent Bioanalyzer DNA 1000 assay (Agilent Technologies, 16
Santa Clara, CA, USA). Libraries with yield below 50ng were excluded for further 17 
32
The resulting copy number profiles were dewaved 5 and segmented. 6 
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